MSU Proteomics Core Sample Submission Recommendations
Ship all samples to:

Michigan State University
                      166 Service Rd
                      Attn:  Douglas Whitten
Proteomics Core Facility
                      Rm:  Room 5, Biochemistry Building
                      East Lansing, MI 48824
Gel Slices:

1. We recommend coomassie blue staining though staining with a mass spec compatible silver stain is acceptable.  However, be advised that faintly silver stained gel bands often contain protein at or below our detection limits and so an identification may not be possible.  In our experience, if you can see a band with coomassie stain we are very confident we can make a protein identification.

2. Cut gel slices into sections no larger than 3-4mm.  Place each of these slices into individual microfuge tubes with ~100uL of 10% acetic acid.  Wrap the top of the tubes with parafilm to prevent tube opening during shipping.  Send these samples to us at room temp.
Protein Pellet:
1. Best results are gained from protein samples precipitated using Acetone or Chloroform/Methanol.  

2. Residual organic solvent should be evaporated, though over-drying can be problematic.  We recommend inverting tubes and allowing to air dry for 5-10min maximum.  Tube tops should be sealed (wrapped) with parafilm or tape prior to shipping to prevent opening.  

3. We’d recommend samples are frozen and shipped on dry ice, overnight, but in some cases wet ice may be acceptable.

Protein Solution:
1. Solutions should be concentrated to no more than 50uL unless protein concentration is sufficiently high (>1ug/uL) and should contain salt at no more than 100mM and detergent at no more than 0.1%.
2. Solutions should be shipped frozen on dry ice, overnight.

Preparation Considerations:
· Contamination from keratins is always a concern so as you prepare your samples take care to always wear gloves.  We recommend nitrile gloves.  Labcoats are not recommended unless they are regularly laundered.  Do not wear wool clothing.  Always use fresh solvents, buffers and stains.  Never re-use them.  Hand-poured gels are not recommended as vendor pre-cast gels give better results with less contamination.  If possible, work in a laminar flow hood or clean bench.  Fume hoods should be avoided.  When working with gels, keep the staining trays covered as much as possible and never point to or touch the gel with bare hands.  
· It is generally recommended that you add a protease inhibitor cocktail to all solutions used during preparation of your samples from start to finish.  
· For IP’s and co-IP’s we recommend running a small aliquot of the isolate onto a 1D gel to test the overall complexity and protein amount before submitting samples for MS analysis.  Send us a copy of this gel image for inspection.
· Protein solutions and especially samples for quantitative proteomics should be assayed for protein concentration (ex. BCA, Bradford, Qbit) and samples labeled with these concentrations.

· Replicates are often best isolated in parallel and submitted together.  
